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LOCUS       MK973063                 184 bp    DNA     linear   BCT 01-JUL-2019 
DEFINITION  Shigella boydii strain arums.9 topoisomerase IV subunit A (parC) 
            gene, partial cds. 
ACCESSION   MK973063 
VERSION     MK973063.1 
KEYWORDS    . 
SOURCE      Shigella boydii 
  ORGANISM  Shigella boydii 
            Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacterales; 
            Enterobacteriaceae; Shigella. 
REFERENCE   1  (bases 1 to 184) 
  AUTHORS   Peeri Doghaheh,H., Teimourpour,R., Babapour,B. and Arzanlou,M. 
  TITLE     Direct Submission 
  JOURNAL   Submitted (28-MAY-2019) Microbiology, Ardabil University of Medical 
            Science, Ww.Ilamdoc.Ir, Ardabil +98, Iran 
COMMENT     ##Assembly-Data-START## 
            Sequencing Technology :: Sanger dideoxy sequencing 
            ##Assembly-Data-END## 
FEATURES             Location/Qualifiers 
     source          1..184 
                     /organism="Shigella boydii" 
                     /mol_type="genomic DNA" 
                     /strain="arums.9" 
                     /isolation_source="stool" 
                     /db_xref="taxon:621" 
                     /country="Iran" 
     gene            <1..>184 
                     /gene="parC" 
     CDS             <1..>184 
                     /gene="parC" 
                     /codon_start=1 
                     /transl_table=11 
                     /product="topoisomerase IV subunit A" 
                     /protein_id="QDF62689.1" 
                     /translation="VGDVLGKYHPHGDIACYEAMVLMAQPFSYRYPLVDGQGNWGAPD 
                     DPKSFAAMRYTESRLSK" 
ORIGIN       
        1 gtcggtgacg tactgggtaa ataccatccg cacggcgata ttgcctgtta tgaagcgatg 
       61 gtcctgatgg cgcagccgtt ctcttaccgt tatccgctgg ttgatggtca ggggaactgg 
      121 ggtgcgccgg acgatccgaa atcgttcgcg gcaatgcgtt acaccgaatc ccggttgtcg 
      181 aaat 
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